wo 2005/047325 



PCT/US2004/037241 



1/30 



cyno3-16 cDNA nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCpCCCTCCTCCAGGAGCACCTCCGAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCTGAACCCGTGACCGTGTCGTGGAACTCAGGC 
TCCCTGACCAGCG6CGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTAAACCACAAG 
CCCAGCAACACCAAGGTGGACAAGAGAGTTGAGATAAAAACATGTGGTGGTGGCAGCAAACCTCCC 
ACGTGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCA2\AA 
CCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTAGACGTGAGCCAG 
GAAGACCCCGATGTCAAGTTCAACTGGTACGTAAATGGCGCGGAGGTGCATCATGCCCAGACGAAG 
CCACGGGAGACGCAGTACAACAGCACATATCGTGTGGTCAGCGTCCTCACCGTCACGCACCAGGAC 
TGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCATCCAGAAA 
ACCATCTCCAAAGACAAAGGGCAGCCCCGAGAGCCTCAG6TGTACACCCTGCCCCCGTCCCGGGAG 
GAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGTC 
GTGGAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCC 
GACGGCTCCTACTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACGTC 
TTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCT 

CCGGGTAAA (SEQ ID NO. 1) 



cyno3-16 amino acid sequence 

ASTKGPSVPPLAPSSRSTSBSTAALGCLVKDYPPEPVTVSWNSGSIiTSGVHTFPAVLQSSGLYSLS 
SVVWPSSSLGTQTWCNVNHKPSNTKVDKRVEIKTCGGGSKPPTCPPCPAPELLGGPSVFLFPPK 
PKDTLMISRTPEVTCWVDVSQEDPDVKFNlArmTGAEVHHAQTKPRETQYNSTYRWSVLT^ 
WrJSrGKEYTCKVSNKALPAPIQKTISKDKGQPREPQVYTLPPSREELTKNQVSLTCLVKGFYPSDIV 
VEWESSGQPENTYKTTPPVLDSIXSSYFLYSKLTVDKSRWQQGNWSCSVMHEALHKr^ 
'PGK (SEQ ID NO. 2) 
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cyno33 genomic nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCCAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAA6GACTACTTCCCCGAACCCGTGACCGTGTCGTGGAACTCAGGC 
GCCCTGACCAGCGGCGTGCACACCTTCCAGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACTCAGACCTACGTCTGCAACGTCGTTCATGAG 
CCCAGCAACACCAAGGTGGACAAGACAGTTGGTGAGAGGCCAGCGAGGGAAGGGGGGTGTCTGCTG 
GAAGCCAGGCTCGGCCCTCCTGCCTGGACAAACTCTGGCTGTGCAGCCCCAGCCCAGGGCAGCAGG 
GCAGGCCCCGTCTGTCTTCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGCCAGTC 
TTCTGGCTTTTTCCACCAGGCTCTGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCCCTGCACA 
CACAGGGGCAGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCCCTGACCTA 
AGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCAGACACCTTCTCTCCTCCCACATCCCA6T 
AACTCCCAATCTTCTCTCTGCAGGGCTCCCATGTCGTTCCACGTGCCCACCGTGCCCAGGTAAGCC 
AGCCCAGGCCTCACCCTCCAGCTCAAGGTGGGACAAGCGCCCTAGAGTGGCCTGTGTCCAGGGACA 
GGCCCTGCCCGGGTGCTGACACGTCCACCTCCATCTCTTCCTCAGCTGAACTCCTGGGGGGACCGT 
CAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATTTCCCGGACCCCTGAGGTCACGT 
GCGTGGTGGTAGACGTGAGCCAGGAAGAACCCGATGTCAAGTTCAACTGGTACGTGGACGGCGTGG 
AGGTGCACAATGCCCAGACGAAGCCACGGGAGGAGCAGTTCAACAGCACGTACCGCGTGGTCAGCG 
TCCTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAG 
CCCTCCCGGCCCCAAAGCAGAAAACTGTCTCCAAAACCAAAGGTGGGACCCGCGGGGCACGAGGGC 
CACGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTC 
CCTACAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCGCCCCGGGAGGAGCTGACCAAG 
AACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGTCGTGGAGTGGGCG 
AGCAACGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTAC 
TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCC 
GTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGTGTCTCCGGGTAAA 
(SEQ ID NO, 3) 

cyno33 amino acid sequence 

ASTKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFQAVLQSSGIiYSLS 
SVVTVPSS SLGTQTWCNVVHEPSNTKVDKWGLPCR^ 
SRTPEVTCVVVDVSQEEPDWFIWYVDGVEVHNAQTKPREEQFNS 

TCKVSNKALPAPKQKTVSKTKGQPREPQWTLPPPREELTKNQVSLTCLVKGFYPSDIVVEWASNG 
QPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGNTFSCSVMHEALHlira 
(SEQ ID NO. 4) 
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cyno2-4 genomic nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTCCTCCAGGAGCACCTCCGAGAGCACA 

GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACTGTGTCGTGGAACTCAGGC 

GCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 

AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTCGTTCATGAG 

CCCAGCAACACCAAGGTGGACAAGAGAGTTGGTGAGAGGCCAGCGAGGGAGGGGGAGTGTCTGCTG 

GAAGCCATGCTCGGCCCTCCTGCCTGGACAAACCCTGGCTGTGCAGCCCCA6CCCAGGGCAGCAGG 

GCAGGCCCGGTCTGTCTCCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGACAGTC 

TTCTGGCTTTTTCCACCAGACTCCGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCTCTGCACA 

CATAGGGGCTGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCTCCTGACCT 

AAGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCGGAAACCTTCTCTCCTACCAGATCCCAG 

TAACTCCCAATCTTCTCTCTGCAGAGTTCACACCCCCATGCCCACCATGCCCAGGTAAGCCAGCCC 

AGGCCTCGCCCTCCAGCTCAAGGTGGGACAAGTGCCCTAGAGTGGCCTGTGTCCAGGGACAGGCCC 

C6CCTGGGTGCTGACAT6CCCACCTCCATCTCTTCCTCAGCACCTGAACTCCTGGGGGGACCGTCA 

GTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGC 

GTGGTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGTGGAG 

GTGCATCATGCCCAGACGAAGCCACGGGAGAGGCAGTTCAACAGCACGTACCGCGTGGTCAGCGTC 

CTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGGC 

CTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGTGGGACCCGCGGGGCCCGAGGGCCA 

CGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTCCC 

TACAGGGCAGCCCCGAGA6CCGCAGGTGTACATCCTGCCCCCGCCCCAGGAGGAGCTGACCAAGAA 

CCAGGTCAGCCTGACCTGCCTGGTCACAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAG 

CAACGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTACTT 

CCTCTACAGCAAGCTCATCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCCGT 

GATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCGGGTAAA 

(SEQ ID NO. 5) 

cyno2-4 amino acid sequence 

ASTKGPSWPIASSSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS 
SVVTVPSSSLGTQTWCNVVHEPSNTKVDKRVEFTPPCPPCP^^ 

RTPEVTCVVVDVSQEDPEVQFlSnArYVDGVEVHHAQTKPRERQFNSTYRWSVLWTHQDWLNGKEYT 
CKVSNKGLPAPIEKTISKAKGQPREPQVYILPPPQEELTKNQVSLTCLVTGFYPSDIAVEWESNGQ 
PENTYKTTPPVLDSDGSYFLYSKLIVDKSRWQQGNTFSCSVMHEALHNHYTQKSLSLSPGK 
(SEQ ID NO. 6) 
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cyno2-4cys genomic nucleotide sequence 

GCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCGAGAGCACA 

GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACTGTGTCGTGGAACTCAGGC 

GCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 

AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTCGTTCATGAG 

CCCAGCAACACCAAGGTGGACAAGAGAGTTGGTGAGAGGCCAGCGAGGGAGGGGGAGTGTCTGCTG 

GAAGCCATGCTCGGCCCTCCTGCCT6GACAAACCCTGGCTGTGCAGCCCCAGCCCAGGGCAGCAGG 

GCAGGCCCGGTCTGTCTCCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGACAGTC 

TTCTGGCTTTTTCCACCAGACTCCGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCTCTGCACA 

CATAGGGGCTGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCTCCTGACCT 

AAGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCGGAAACCTTCTCTCCTACCAGATCCCAG 

TAACTCCCAATCTTCTCTCTGCAGAGTTCACACCCCCATGCCCACCATGCCCAGGTAAGCCAGCCC 

AGGCCTCGCCCTCCAGCTCAAGGTGGGACAAGTGCCCTAGAGTGGCCTGTGTCCAGGGACAGGCCC 

CGCCTGGGTGCTGACATGCCCACCTCCATCTCTTCCTCAGCACCTGAACTCCTGGGGGGACCGTCA 

GTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGC 

GTGGTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGTGGAG 

GTGCATCATGCCCAGACGAAGCCACGGGAGAG6CAGTTCAACAGCACGTACCGCGTGGTCAGCGTC 

CTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGGC 

CTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGTGGGACCCGCGGGGCCCGAGGGCCA 

CGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTCCC 

TACAGGGCAGCCCCGAGAGCCGCAGGTGTACATCCTGCCCCCGCCCCAGGAGGAGCTGACCAAGAA 

CCAGGTCAGCCTGACCTGCCTGGTCACAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGAG 

CAACGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTACTT 

CCTCTACAGCAAGCTCATCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCC6T 

GATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGTGTCTCCGGGTAAA 

(SEQ ID NO. 7) 

cyno2-4cys amino acid sequence 

ASTKGPSVFPLASCSRSTSESTAALGCLVKDYFPEPVWSWNSGALTSGVHTFPAVLQSSGLYSLS 

SVVTVPSSSLGTQTWCNVVHEPSNTKVDKRVEFTPPCPPC^^^ 

RTPEWCVVVDVSQEDPEVQFlSnArsnmGVEVH^ 

CKVSNKGLPAPIEKTISKAKGQPREPQVYILPPPQEELTKNQVSLTCLVTGFYPSDIAVEWESNGQ 

PENTYKTTPPVLDSDGSYFLYSKLIVDKSRWQQGNTFSCSVMHEALHm 

(SEQ ID NO. 8) 
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cynodsl genomic nucleotide sequence 

GCTAGCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCCAGAGCACA 

GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTGGAACTCAGGC 

GCCCTGACCAGCGGCGTGCACACCTTCCAGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 

AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACTCAGACCTACGTCTGCAACGTCGTTCATGAG 

CCCAGCAACACCAAGGTCGACAAGAGAGTTGGTGAGAGGCCAGCGAGGGAGGGGGAGTGTCTGCTG 

GAAGCCATGCTCGGCCCTCCTGCCTGGACAAACCCTGGCTGTGCAGCCCCAGCCCAGGGCAGCAGG 

GCAGGCCCGGTCTGTCTCCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGACAGTC 

TTCTGGCTTTTTCCACCAGACTCCGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCTCTGCACA 

CATAGGGGCTGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCTCCTGACCT 

jyVGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCGGAAACCTTCTCTCCTACCAGATCCCAG 

TAACTCCCAATCTTCTCTCTGCAGAGTTCACACCCCCATGCCCACCATGCCCAGGTAAGCCAGCCC 

AGGCCTCGCCCTCCAGCTCAAGGTGGGACAAGTGCCCTAGAGTGGCCTGTGTCCAGGGACAGGCCC 

CGCCTGGGTGCTGACATGCCCACCTCCATCTCTTCCTCAGCACCTGAACTCCTGGGGGGACCGTCA 

GTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGC 

GTGGTGGTGGACGTGAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGTGGAG 

GTGCATCATGCCCAGACGAAGCCACGGGAGAGGCAGTTCAACAGCACGTACCGCGTGGTCAGCGTC 

CTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGGC 

CTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGTGGGACCCGCGGGGCCCGAGGGCCA 

CGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTCCC 

TACAGGGCAGCCCCGAGAGCCGCAGGTGTACATCCTGCCCCCGCCCCAGGAGGAGCTGACCAAGAA 

CCAGGTCAGCCTGACCTGCCTGGTCACAGGCTTCTACCCCAGCGACATCGCCGTGGAGTGGGAGA6 

CAACGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTACTT 

CCTCTACAGCAAGCTCATCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCCGT 

GATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGTGTCTCCGGGTAAA 

(SEQ ID NO. 9) 

cynodsl amino acid sequence 

ASTKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFQAVLQSSGIiYSLS 
SWTVPSSSLGTQTWCNWHEPSNTKVDKRVEFTPPCPPCPAPELLGGPSVFLFPPKPKDTLMIS 
RTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHi^ 

CKVSNKGLPAPIEKTISKAKGQPREPQWILPPPQEELTKNQVSLTCLVTGFYPSDIAVEWESN^ 
PENTYKTTPPVLDSDGSYFLYSKLIVDKSRWQQGNTFSCSVMHEALHNHYTQ 
(SEQ ID NO. 10) 
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cyno439 cDNA nucleotide sequence 

CGTCTCTAGTGCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGTGTCCTGCTCCAGGAGCACCTC 
CGAGAGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTG 
GAACTCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCC6GCTGTCCTACAGTCCTCAG66CTCTA 
CTCCCTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGT 
CGTTCATGAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGTTCACACGCCCATGTGATGACAC 
AACTCCCCCATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCGTCTTCCC 
CCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGACGT 
GAGCCAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGTGGAGGTGCACAATGCCCA 
GACGAAGCCGCGGGAGAGGCAGTTCAACAGCACATATCGTGTGGTCAGCGTCCTCACCGTCACGCA 
CCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCAT 
CCAGAAAACCATCTCCAAAGACAAAGGGCAGCCCCGAGAGCCTCAGGTGTACACCCTGCCCCCGTC 
CCGGGAGGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGA 
CATCGTCGTGGAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACGCCGCCCGTGCT 
GGACTCCGACGGCTCCTACTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGG 
GAACGTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTC 
CCTGTCTCCGGGTAAATGAGTC6ACATGC (SEQ ID NO . 11) 

cyno439 amino acid sequence 

VSSASTKGPSWPLVSCSRSTSESTAALGCLVKDWpEPVTVSWNSGALTSGVHTPPAVLQSSGIiY 

SLSSVVTVPSSSLGTQTWCWVHEPSNTKVDKRVEFTRPCDDTTPPCPPCPAPELLGGPSVFVFP 

PKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAQTKPRERQFNSTYRWSVIjTVTH 

QDWLNGKEYTCKVSNICALPAPIQKTISKDKGQPREPQVYTLPPSREEriTKNQVSLTCLVKGFyPSD 

IVVEWESSGQPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYT^ 

LSPGK (SEQ ID NO. 12) 
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cyno686 cDNA nucleotide sequence 

CGTCTCTAGTCCACCAAGGGCCCATCGGTCTTCCCCCTGGTGTCCTGCTCCAGGAGCACCTCCGAG 
AGCACAGCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTGGAAC 
TCAGGCGCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCC 
CTCAGCAGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTCGTT 
CATGAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGTTCACACGCCCATGTGATGACACAACT 
CCCCCATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCGTCTTCCCCCCA 
AAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTGGACGTGAGC 
CAGGAAGACCCCGAGGTCCAGTTCAACTGGTACGTGGACGGCGCGGAGGTGCATCATGCCCAGACG 
AAGCCACGGGAGACGCAGTACAACAGCACATATCGTGTGGTCAGCGTCCTCACCGTCACGCACCAG 
GACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCATCCAG 
AAAACCATCTCCAAAGAGAAAGGGCAGCCCCGAGAGCCTCAGGTGTACACCCTGCCCCCGTCCCGG 
GAGGAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATC 
GTCGTGGAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACGCCGCCCGTGCTGGAC 
TCCGACGGCTCCTACTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAAC 
GTCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTG 
TCTCCGGGTAAATGAGTCGACATGC (SEQ ID NO . 13) 

cyno686 amino acid sequence 

RL*STKGPSWPLVSCSRSTSESTAALGCLVKDYFPEPVTVS^^ 

LSSWTVPSSSLGTQTWCNVVHEPSNTKVDKRVEFTRPCDDTTPPCPPCPAPEL^ 

KPKDTLMISRTPEWCVVVDVSQEDPEVQF]Sn?m/DGAEVHH^ 

DWLNGKEYTCKVSNKALPAPIQKTISKDKGQPREPQWTLPPSREELTKNQVSLTCDVKGFYPSD^ 

VVEWESSGQPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGIWFSCSV^ 

SPGK (SEQ ID NO. 14) 
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cyno35 genomic nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCCAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTGGAACTCAGGC 
GCCCTGACCAGCGGCGTGCACACCTTCCAGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACTCAGACCTACGTCTGCAACGTCGTTCATGAG 
CCCAGCAACACCAAGGTGGACAAGACAGTTGGTGAGAGGCCAGCGAGGGAAGGGGGGTGTCTGCTG 
GAAGCCAGGCTCGGCCCTCCTGCCTGGACAAACTCTGGCTGTGCAGCCCCAGCCCAGGGCAGCAGG 
GCAGGCCCCGTCTGTCTTCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGCCAGTC 
TTCTGGCTTTTTCCACCAGGCTCTGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCCCTGCACA ' 
CACAGGGGCAGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCCCTGACCTA 
AGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCAGACACCTTCTCTCCTCCCACATCCCAGT- 
AACTCCCAATCTTCTCTCTGCAGGGCTCCCATGTCGTTCCACGTGCCCACCGTGCCCAGGTAAGCC 
AGCCCAGGCCTCACCCTCCAGCTCAAGGTGGGACAAGCGCCCTAGAGTGGCCTGTGTCCAGGGACA 
GGCCCTGCCCGGGTGCTGACACGTCCACCTCCATCTCTTCCTCAGCTGAACTCCTGGGGGGACCGT 
CAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATTTCCCGGACCCCTGA66TCACGT 
GCGTGGTGGTAGACGTGAGCCAGGAAGAACCCGATGTCAAGTTCAACTGGTACGTGGACGGCGTGG 
AGGTGCACAATGCCCAGACGAAGCCACGGGAGGAGCAGTTCAACAGCACGTACCGC6T6GTCAGCG 
TCCTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAG 
CCCTCCCGGCCCCAAAGCAGAAAACTGTCTCCAAl^CCAAAGGTGGGACCCGCGGGGCACGAGGGC 
CACGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTC 
CCTACAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCGCCCCGGGAGGAGCTGACCAAG 
AACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGTCGTGGAGTGGGAG 
AGCAGCGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTAC 
TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCC 
GTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGTGTCTCCGGGTAAATGA 
(SEQ ID NO. 15) 

cyno35 amino acid sequence 

ASTKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFQAVLQSSGLYSLS 

SVVTVPSSSLGTQTWC]WVHEPSNTKVDKWGLPCRSTCPPCPAELLGGPSWLFP 

SRTPEVTCVWDVSQEEPDVKFlSntfYVDGVEV^ 

TCKVSNKALPAPKQKTV.SKTKGQPREPQWTLPPPREELTKNQVSLTCLW 
QPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGNTFSCSVMHEALHl^ 
(SEQ ID NO- 16) 
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cyno36 genomic nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCCAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTGGAACTCAGGC 
GCCCTGACCAGCGGCGTGCACACCTTCCAGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACC6TGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTCGTTCATGAG 
CCCAGCAACACCAAGGTGGACAAGAGAGTTGGTGAGAGGCCAGCGAGGGAAGGGGGGTGTCTGCTG 
GAAGCCAGGCTCGGCCCTCCTGCCTGGACAAACTCTGGCTGTGCAGCCCCAGCCCAGGGCAGCAGG 
GCAGGCCCCGTCTGTCTCCTCACCCAGAGGCCTCTGCCCACCCCACTCATGCTCAGGGAGCCAGTC 
TTCTGGCTTTTTCCACCAGGCTCTGAGCAGGCACAGGCTGGATGCCCCTACCCCAGGCCCTGCACA 
CACAGGGGCAGGTGCTGGGCTCAGACCTGCCAAGAGCCATATCTGGGAGGACCCTGCCCTGACCTA 
AGCCCACCCCAAAGGCCAAACTCCACTCCCTCAGCTCAGACACCTTCTCTCCTCCCACATCCCAGT 
AACTCCCAATCTTCTCTCTGCAGGGCTCCCATGTCGTTCCACGTGCCCACCGTGCCCAGGTAAGCC 
AGCCCAGGCCTCACCCTCCAGCTCAAGGTGGGACAAGCGCCCTAGAGTGGCCTGTGTCCAGGGACA 
GGCCCTGCCCGGGTGCTGACACGTCCACCTCCATCTCTTCCTCAGCTGAACTCCTGGGGGGACCGT 
CAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATTTCCCGGACCCCTGAGGTCACGT 
GCGTGGTGGTAGACGTGAGCCAGGAAGAACCCGATGTCAAGTTCAACTGGTACGTGGACGGCGTGG 
AGGTGCACAATGCCCAGACGAAGCCACGGGAGGAGCAGTTCAACAGCACGTACCGCGTGGTCAGCG 
TCCTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAG 
CCCTCCCGGCCCCAAAGCAGAAAACTGTCTCCAAAACCAAAGGTGGGACCCGCGGGGCACGAGGGC 
CACGTGGACAGAGGCCGGCTCAGCCCACCCTCTGCCCTGGGAGTGACCGCTGTGCCAACCTCTGTC 
CCTACAGGGCAGCCCCGAGAGCCACAGGTGTACACCCTGCCCCCGCCCCGGGAGGAGCTGACCAAG 
AACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGC6ACATCGTCGTGGAGTGGGCG 
AGCAACGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGACGGCTCCTAC 
TTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCC 
GTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGTGTCTCCGGGTAAATGA 
(SEQ ID NO. 17) 

cyno36 amino acid sequence 

ASTKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFQAVLQSSGLYSLS 
SVVTVPSSSLGTQTWaWVHEPSNTKVDKRVGLPCRSTCPPCPAELLGGPSVFLFPPKPKDTLMl 
SRTPEVTCVVVDVSQEEPDVKFNWYVDGVEVHNAQTKPREEQFNSTYRWSVLT^ 
TCKVSmCALPAPKQKTVSKTKGQPREPQVYTLPPPREELTKNQVSLiTCLVKGFYPSDIVVEWASNG 
QPENTYKTTPPVLDSDGSYFLYSKIiTVDKSRWQQGNTFSCSVMHEALHNHYTQKSLSVSPGK* 
(SEQ ID NO. 18) 
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cyno477 cDNA nucleotide sequence 

TCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGTCCTGCTCCAGGAGCACCTCCCAGAGCACAGCG 
GCCCTGGGCTGCCTGGTCAAGGACTACTTCCCCGAACCCGTGACCGTGTCGTGGAACTCAGGCGCC 
CTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGCAGC 
GTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTCGTTCATGAGCCC 
AGCAACACCAAGGTGGACAAGACAGTTGGGCTCCCATGTCGTTCCACGTGCCCACCGTGCCCAGCT 
GAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCCAAGGACACCCTCATGATTTCC 
CGGACCCCTGAGQTCACGTGCGTGGTGGTGGACGTGAGCCAGGAAGAACCCGATGTCAAGTTCAAC 
TGGTACGTGGACGGCGTGGAGGTGCACAATGCCCAGACAAAGCCGCGGGAGGAGCAGTTCAACAGC 
ACGTATCGCGTGGTCAGCGTCCTCACCGTCACACACCAGGACTGGCTGAACGGCAAGGAGTACACG 
TGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCAAGGCAGAAAACTGTCTCCAAAACCAAAGGGCAG 
CCCCGAGAGCCGCAGGTGTACACCCTGCCCCCGCCCCGGGAGGAGCTGACCAAGAACCAGGTCAGC 
CTGACCTGCCTGATCAAAGGCTTCTACCCCAGCGACATCGTCGTGGAGTGGGCGAGCAACGGGCAG 
CCGGAGAACACCTACAAGACCACGCCGCCCGTGCTG6ACTCCGACGGCTCCTACTTCCTCTACAGC 
AAGCTCACCGTGGACAAGAGCAGGTGGCAGCAGGGGAACACCTTCTCATGCTCCGTGATGCATGAG 
GCTCTGCACAACCACTACACCCA6AAGAGCCTCTCCCTGTCTCCGGGTAAATGA (SEQ ID 

NO. 19). 

cyno477 amino acid sequence 

STKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTPPAVLQSSGLYSLSS 

VVWPSSSLGTQTYVasrWHEPSNTKVDKTVGLPCRSTCPPCPAELLGGPSVFLFPPKPKDTLMIS 

RTPEVTCVVVDVSQEEPDVKFNWYVDGVEVmAQTKPREEQFNSTYRWSVLWTHQDl^ 

CKVSNKALPAPRQKTVSKTKGQPREPQVYTLPPPREELTKNQVSLTCLIKGFYPSDIWEWASNGQ 

PENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGNTFSCSVMHEALHNHYTQKSLSLSPGK* 

(SEQ ID NO. 20) 
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cyno32 genomic nucleotide sequence 

gcctccaccaagggcccatcggtcttccccctggcgtcctgctccaggagcacctcccagagcaca 
gcggccctgggctgcctggtcaaggactacttccccgaacccgtgaccgtgtcgtggaactcaggc 
gccctgaccagcggcgtgcacaccttccaggctgtcctacagtcctcagggctctactccctcagc 
agcgtggtgaccgtgccctccagcagcttg6gcacccagacctacgtctgcaacgtcgttcatgag 
cccagcaacaccaaggtggacaagagagttggtgagaggccagcgaggggaggggggtgtctgctg 
gaagccaggctcggccctcctgcctggacaaactctggctgtgcagccccagcccagggcagcagg 
gcaggccccgtctgtctcctcacccagaggcctctgcccaccccactcatgctcagggagccagtc 
ttctggctttttccaccaggctptgagcaggcacaggctggatgcccctaccccaggccctgcaca 
cacaggggcaggtgctgggctcaggcctgccaagagccatatctgggaggaccctgccctgaccta 
agcccaccccaaaggccaaActccactccctcagctcagacaccttctctcctcccacatcccagt 
aactcccaatcttctctctgcagggctcccatgtcgttccacgtgcccaccgtgcccaggtaagcc 
agcccaggcctcaccctccagctcaaggtgggacaagcgccctagagtggcctgtgtccagggaca 
ggccctgcccgggtgctgacacgtccacctccatctcttcctcagctgaactcctggggggaccgt 
cagtcttcctcttccccccaaaacccaaggacaccctcatgatttcccggacccctgaggtcacgt 
gcgtggtggtagacgtgagccaggaagaacccgatgtcaagttcaactggtacgtggacggcgtgg 
aggtgcacaatgcccagacgaagccacgggaggagcagttcaacagcacgtaccgcgtggtcagcg 
tcctcaccgtcacacaccaggactggctgaacggcaaggagtacacgtgcaaggtctccaacaaag 
gcctcccggcccccatcgagaaaaccatctccaaagccaaaggtgggacccgcggggcccgagggc 
cacgtggacagaggccggctcagcccaccctctgccctgggagtgaccgctgtgccaacctctgtc 
cctacagggcagccccgagagccgcaggtgtacatcctgcccccgccccaggaggagctgaccaag 
aaccaggtcagcctgacctgcctggtcacaggcttctaccccagcgacatcgccgtggagtgggag 
agcaacgggcagccggagaacacctacaagaccaccccgcccgtgctggactccgacggctcctac 
ttcctctacagcaagctcatcgtggacaagagcaggtggcagcaggggaacaccttctcatgctcc 

GTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCGT§TCTCC6GGTAAATGA 
(SEQ ID NO. 21) 

cyno32 amino acid sequence 

ASTKGPSVFPLASCSRSTSQSTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFQAVLQSSGLYSLS 
SWTVPSSSLGTQTWCNVVHEPSNTKVDKRVGLPCRSTCPPCPAELIiGGPSVFLFPPKPKDTLMI 
SRTPEVTCVVVDVSQEEPDVKFlSnAnrVDGVEVHNAQTKPREEQFNSTYRWSVLT^ 
TCKVSNKGLPAPIEKTISKAKGQPREPQVYILPPPQEELTKNQVSLTCLVTGFYPSDIAVEWESNG 
QPENTYKTTPPVLDSDGSYFLYSKLIVDKSRWQQGNTFSCSVMHEALHNHYTQKSLSVSPGK* 
(SEQ ID NO. 22) 



FIG. 11 



wo 2005/047325 



PCT/US2004/037241 



12/30 



cyno3-18 cDNA nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTCCTCCAGGAGCACCTCCGAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCTGAACCCGTGACCGTGTCGTGGAACTCAGGC 
TCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTAAACCACAAG 
CCCAGCAACACCAAGGTGGACAAGAGAGTTGAGATAACATGTGGTGGTGGCAGCAAACCTCCCACG 
TGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAACCC 
AAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACGTGCGTGGTGGTAGACGTGAGCCAGGAA 
GACCCCGATGTCAAGTTCAACTGGTACGTAAATGGCGCGGAGGTGCATCATGCCCAGACGAAGCCA 
CGGGAGACGCAGTACAACAGCACATATCGTGTGGTCAGCGTCCTCACCGTCACGCACCAGGACTGG 
CTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCATCCAGAAAACC 
ATCTCCAAAGACAAAGGGCAGCCCCGAGAGCCTCAGGTGTACACCCTGCCCCCGTCCCGGGAGGAG 
CTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGTCGTG 
GAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCCGAC 
GGCTCCTACTTCCTCTACAGCAAGCTCACCGTGGACAAGAGCAGGT6GCAGCAGGGGAACGTCTTC 
TCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCTCCG 
GGTAAA (SEQ ID NO. 23) 



cyno3-18 amino acid sequence 

ASTKGPSVFPLAPSSRSTSESTAALGCLVKDYFPEPVTVSV^SGSLTSGVHTFPAVLQSSGLYSLS 
SWTVPSSSLGTQTWClSrVNHKPSNTKVDKRVEITCGGGSKPPTCPPCPAPELLGGPSVFLFPPKP 
KDTLMISRTPEVTCVVVDVSQEDPDVKFISnAnfVNGAEVm 

LNGKEYTCKVSNKALPAPIQKTISKDKGQPREPQVYTLPPSREELTKNQVSLTCLV^ 

EWESSGQPENTYKTTPPVLDSIXSSYFLYSKLTVDKSRWQQGNVFSCSV^ 

GK (SEQ ID NO. 24) 
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cyno1-3 cDNA nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTCCTCCAGGAGCACCTCCGAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCTGAACCCGTGACCGTGTCGTGGAACTCAGGC 
GCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCA6ACCTACGTCTGCAACGTAAACCACAAG 
CCCAGCAACACCAAGGTGGACAAGAGAGTTGAGATAAAAACATGTGGTGGTGGCAGCAAACCTCCC 
ACGTGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAA 
CCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTG6ACGTGAGCCAG 
GAAGACCCCGAGGTCCAGTTCAACTGGTACGTAAACGGCGCGGAGGTGCATCATGCCCAGACGAAG 
CCACGGGAGACGCAGTACAACAGCACGTACCGCGTGGTCAGCGTCCTCACCGTCACACACCAGGAC 
TGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCATCCAGAAA 
ACCATCTCCAAAGACAAAGGGCAGCCCCGAGAGCCTCAGGTGTACACCCTGCCCCCGTCCCGGGAG 
GAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGCGACATCGTC 
GTGGAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCC 
GACGGCTCCTACTTCCTCTACAGCAAGCTCACCGT6GACAAGAGCAGGTGGCAGCAGGGGAACGTC 
TTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCT 

CCGGGTAAA (SEQ ID NO . 25) 



cyno1-3 amino acid sequence 

ASTKGPSWPIAPSSRSTSESTAAIiGCIiViaDYFPEPVWSWNSGALTSGWTFPAVLQSSGLYSIiS 
SWTVPSSSLGTQTYVCNVNHKPSNTKVDKRVEIKTCGGGSKPPTCPPCPAPELLGGPSVFLFPPK 
PKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYWGAEVHHAQTKPRETQYNSTYRWSVLTVTHQD 
WLNGKEYTCKVSNKALPAPIQKTISKDKGQPREPQVYTLPPSREELTKNQVSLTCLVKGFYPSDIV 
VEWESSGQPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLS 

PGK (SEQ ID NO. 26) 
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cyno1-4 cDNA nucleotide sequence 

GCCTCCACCAAGGGCCCATCGGTCTTCCCCCTGGCGCCCTCCTCCAGGAGCACCTCCGAGAGCACA 
GCGGCCCTGGGCTGCCTGGTCAAGGACTACTTCCCTGAACCCGTGACCGTGTCGTGGAACTCAGGC 
GCCCTGACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGGCTCTACTCCCTCAGC 
AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACGTCTGCAACGTAAACCACAAG 
CCCAGCAACACCAAGGTGGACAAGAGAGTTGAGATAAAAACATGTGGTGGTGGCAGCAAACCTCCC 
ACGTGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACCGTCAGTCTTCCTCTTCCCCCCAAAA 
CCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTGGTGGAC6TGAGCCAG 
GAAGACCCCGAGGTCCAGTTCAACTG6TACGTAAACGGCGCGGAGGTGCATCATGCCCAGACGAAG 
CCACGGGAGACGCAGTACAACAGCACGTACCGCGTGGTCAGCGTCCTCACCGTCACACACCAGGAC 
TGGCTGAACGGCAAGGAGTACACGTGCAAGGTCTCCAACAAAGCCCTCCCGGCCCCCATCCAGAAA 
ACCATCTCCAAAGACAAAGGGCAGCCCCGAGAGCCTCAGGTGTACACCCTGCCCCCGTCCCGGGAG 
GAGCTGACCAAGAACCAGGTCAGCCTGACCTGCCTGGTCAAAGGCTTCTACCCCAGC6ACATCGTC 
GTGGAGTGGGAGAGCAGCGGGCAGCCGGAGAACACCTACAAGACCACCCCGCCCGTGCTGGACTCC 
GACGGCTCCTACTTCCTCTACAGCAAGCTCACC6TGGACAAGAGCAGGTGGCAGCAGGGGAACGTC 
TTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACCCAGAAGAGCCTCTCCCTGTCT 

CCGGGTAAA (SEQ ID NO . 27) 



cyno1-4 amino acid sequence 

ASTKGPSVFPLAPSSRSTSESTAALGCIiVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS 
SVVTVPSSSLGTQTWOWNHKPSNTKVDKRVEIKTCGGGSKPPTCPPCPAPELLGGPSVFLFPPK 
PKDTLMISRTPEWCWVDVSQEDPEVQF]^MyWGAEVHHAQTKPRETQYNSTyRWSVLTVTHQD 
WLNGKEYTCKVSNKAIiPAPIQKTISKDKGQPREPQVYTLPPSREELTKNQVSLTCLVKGPYPSDIV 
VEWESSGQPENTYKTTPPVLDSDGSYFLYSKLTVDKSRWQQGIWFSCSVMHEALHNHY 

PGK (SEQ ID NO. 28) 
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cynoKappa cDNA nucleotide sequence 

CGCGCTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGAGGATCAGGTGAAATCTGGAACT 
GTCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAGCGTAAAGTGGAAGGTGGAT 
GGTGTCCTCAAAACGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAACACCTAC 
AGCCTGAGCAGCACCCTGACGCTGAGCAGCACAGACTACCAGAGTCACAATGTCTATGCCTGCGAA 
GTCACCCATCAGGGCCTGAGCTCGCCCGTCACCAAGAGCTTCAACAGAGGAGAGTGTTAGB 
(SEQ ID NO. 29) 

' cynoKappa amino acid sequence 

RAVAAPSWIFPPSEDQVKSGTVSWCLLNNFYPKEASVKWKVDGVLKTGNSQESVTEQDSKDNTiTf 
SLSSTLTLSSTDYQSHNVYACEVTHQGIiSSPVTKSFNRGEC (SEQ ID NO. 30) 
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A- Heavy Chain Variable Region Nucleotide Sequences 

FRl 

Hi 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H2 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H3 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H4 1 GAGGTTCAGT TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H5 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H6 1 GAGGTTCAGT TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H7 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H8 1 GAGGTTCAGT TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H9 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGT,C CCTGAGACTC 60 

HID 1 GAGGTTCAGT TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

Hll 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H12 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

H13 1 GAGGTTCAGC TGGTGCAGTC TGGGGGAGGC TTGGTACATC CTGGGGGGTC CCTGAGACTC 60 

B14 1 GAGGTTCAGT TGGTGCAGTC TGGGGGAGGC TTGGTACAGC CTGGGGGGTC CCTGAGACTC 60 



CDRl 



nrl 


o ± 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 






TC GCC AGGC T 


120 




ox 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 




TOTTCTGGGT 


TCGCCAGGCT 


120 


H3 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAA.TGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H4 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H5 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H6 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H7 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H8 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H9 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


HID 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


Hll 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H12 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


H13 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 


R14 


61 


TCCTGTGCAG 


GCTCTGGATT 


CACCTTCAGT 


AGAAATGCTA 


TGTTCTGGGT 


TCGCCAGGCT 


120 






FR2 






CDR2 






HI 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAACTAT6CA 


180 


H2 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTG6T6CCAC 


AAGCTATGCA 


180 


H3 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGX 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


H4 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGKP 


ATTGGTACTG 


GTGGTGCCAC 


AAACTATGCA 


180 


H5 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAACTATGCA 


180 


H6 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCA6GT 


ATTGGTACTG 


GTGGTGCCAC 


AAACTATGCA 


180 


H7 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


H8 


121 


CCAGGAAAAG 


GTCTGGAGTG GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAACTATGCA 


180 


H9 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


HID 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AA2VCTATGCA 


180 


Hll 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


H12 


• 121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


H13 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 


H14 


121 


CCAGGAAAAG 


GTCTGGAGTG 


GGTATCAGGT 


ATTGGTACTG 


GTGGTGCCAC 


AAGCTATGCA 


180 
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FR3 

HI 181 GACTCCGTGA AGGGCC GATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H2 181 SACTCCGTSA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H3 181 QACTCCGT6A AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H4 181 GaCTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H5 181 6ACTCCGTCA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H6 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H7 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H8 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H9 181 SftCTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

HIO 181 SJtCTCCGTOA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

Hll 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H12 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H13 '181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 

H14 181 GACTCCGTGA AGGGCCGATT CACCATCTCC AGAGACAATG CCAAGAACTC CTTGTATCTT 240 



HI 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AfiGGAGOTAC 300 

H2 241 CAAATGAACA GCCTGAGTGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H3 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGOAGGTAC 300 

H4 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H5 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 3 00 

H6 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H7 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H8 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

B9 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

HIO 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

Hll 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H12 241 CAAATGAACA GCCTGAGAGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 

H13 241 CAAATGAACA GCCTGAGTGC CGAGGACATG GCTGTGTATT ACTGTGCAAG AGGOAGGTAC 300 

H14 241 CAAATGAACA GCCTGA(3AGC CGAGGACACG GCTGTGTATT ACTGTGCAAG AGGGAGGTAC 300 



CDR3 

HI 301 TACTTTGACT ACT GGGGCCA GGGAACCCTG 
H2 3 01 TACTTCACCC ACTGGGGCCA GGGAACCCTG 
H3 301 T6GTACAACA ACTGGGGCCA GGGAACCCTG 
H4 .301 TACTTCCCGT G6TGGGGCCA GGGAACCCTG 
H5 ' 301 TACTTCACGA GGTGGGGCCA GGGAACCCTG 
H6 301 TGGTACCCGT GGTGGGGCCA GGGAACCCTG 
H7 301 TGGTACCCGT GGTGGGGCCA GGGAACCCTG 
H8 301 T6GTTCCCGT GGTGGGGCCA GGGAACCCTG 
H9 301 TGGTTCCCGT GGTGGGGCCA GGGAACCCTG 
HIO 301 TGGTACCCGT GGTGGGGCCA GGGAACCCTG 
Hll 301 •PGGTACCCGT GGTGGGGCCA GGGAACCCTG 
H12 301 TACTTCCCGT GGTGGGGCCA GGGAACCCTG 
H13 301 TACTTCCCGT GGTGGGGCCA GGGAACCCTG 
H14 301 TACTTCCCGT GGTGGGGCCA GGGAACCCTG 



rR4 



GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


47) 


6TCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


48) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


49) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


50) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


51) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


52) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


53) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


54) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


55) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


56) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


57) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


58) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO: 


59) 


GTCACCGTCT 


CCTCA 


345 


(SEQ 


ID 


NO; 


60) 
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A. Light Chain Variable Region Nucleotide Sequences 

Ll 1 GAAATTGTGT TGACGCAGTC TCCAGGCACC CTGTCTTTGT CTCCAGGGGA AAGAGCCACC 60 

1.2 1 GAAATTGTGT TGACGCAGTC TCCAGGCACC CTGTCTTTGT CTCCAGGGGA AAGAGCCACC 60 

LB 1 GAAATTGTGT TGACGCAGTC TCCAGGCACC CTGTCTTTGT CTCCGGGGGA AAGAGCCACC 60 

1.4 1 GAAATTGTGA TGACGCAGTC TCCAGGCACC CTGTCTTTGT CTCCAGGGGA AAGAGCCACC 60 

1.5 1 GATATTGTGC TGACGCAGTC TCCAGGCACC CTGTCTTTGT CTCCAGGGGA AAGAGCCACC 60 

1.6 1 GATATTGTGC TGACGCAGAC TCCAGGCACC CTGTCTTTGT CTCCAGGGGA AAGAGCCACC 60 



CDRl 

III 61 CTCTCCTGC A GGGCCAGTCA GAGTGOTAGC AGCAGCTACT TAGCCT GGTA CCAGCAGAAA 120 

1,2 61 CTCTCCTGCA GGGCCAGTCA GAGTGTTAGC AACAGCTACT TAGCCTGGTA CCAGCAGAAA 120 

Ii3 61 CTCTCCTGCA GGGCCAGTCA GACTGTTAAC AGC6ACTACT TAGCCTGGTA CCAGCAGAAA 120 

L4 61 CTCTCCTGCA GGGCCAGTCA GAGTGTTAGC AGCGACTACT TAGCCTGGTA CCAGCAGAAA 120 

1.5 61 CTCTCCTGCA GGGCCAGTCA GAGTGTTAAC AGCA2^TACT TAGCCTGGTA CCAGCAGAAA 120 

L6 61 CTCTCCTGCA GGGCCAGTCA GAGTGTTGGC AGCAGCTACT TAGCCTGGTA CCAGCAGAGA 120 



FR2 CDR2 

III 121 CCTGGCCAGG CTCCCAGGCT CCTCATCTTT GGTGCATCCA GCAGGGCCAC TG GCATCCCA 180 

L2 121 CCTGGCCAGG CTCCCAGGCT CCTCATCTAT GGTGCATCCA GCAGGGCCCC TGGCATCCCA 180 

L3 121 CCGGGCCAGG CTCCCAGGCT CCTCATCTAT GGTGCATCCA GCAGGGCCAC TGGCATCCCA 180 

L4 121 CCTGGCCAGG CTCCCAGGCT CCTCATCTAT GGTGCATCTA GCAGGGCCTC TGGCATCCCA 180 

1.5 121 CCTGGCCAGG CTCCCAGGCT CCTCATCTAT GGTACATCCT ACAGGGCCAC TGGCATCCCA 180 
Ij6 121 CCTGGCCAGG CTCCCAGGCT CCTCATCTAT GGTGCATCCA GCAGGGCCAC TGGCATCCCG 180 

FR3 

LI 181 GACAGGTTCA GTGGCAGTGG GTCTGGGACA GACTTCACTC TCACCATCAG CAGACTGGAG 240 

1.2 181 GACAGGTTCA GTGGCAGTGG GTCTGGGACA GACTTCACTC TCACCATCAG CAGACTGGAG 240 

1.3 181 GACAGGTTCA GTGGCAGTGG GTCTGGGACA GACTTCACTC TCACCATCAG CAGACTGGAG 240 

1.4 181 GACAGGTTCA GTGGCAGTGG GTTTGGGACA GACTTCACTC TCACCATCAG CAGACTGGAG 240 
LS 181 GACAGGTTCA GTGGCAGTGG GTCTGGGACA GACTTCACTC TCACCATCAG CAGACTGGAG 240 

1.6 181 GACAGGTTCA GTGGCAGTGG GTCTGGGACA GACTTCACTC TCACGATCAG CAGACTGGAG 240 



CDR3 

1.1 241 CCTGAAGATT TTGCAGTGTA TTACTG TCAG CAGTATGGTA GCTCACCTCC GTGGACGT TC 300 

1.2 241 CCTGAAGATT TTGCAGTGTA TTACTGTCAG CAGTATGATC ACTCAGCAGG GTGGACGTTC 300 

1.3 241 CCTGAAGATT TTGCAGTGTA TTACTGTCAG CAGTATGGTA GGTCACCTCC GTGGACGTTC 300 

1.4 241 CCTGAAGATT TTGCAATATA TTACTGTCAG CAGTATGGTA GCTCACCTCC GTGGACGTTC 300 
L5 241 CCTGAAGATT TTGCAGTGTA TTACTGTCAG CAGTATGGTA GCTCACCACC GTGGACGTTC 300 
1.6 241 CCTGAAGATT TTGCAGTGTA TTATTGTCA6 CAGTATGG2iA GTTCACCTCC GTGQATGTTC 300 



FR4 



1.1 


301 


GGCCAAGGGA 


CCAAGGTGGA 


AATCAAA 


327 


(SEQ 


ID 


NO: 


75) 


1.2 


301 


GGCCAAGGGA 


CCAAGGTGGA 


GATCAAA 


327 


(SEQ 


ID 


NO: 


76) 


1.3 


301 


GGCCAAGGGA 


CCAAAGTGGA 


TATCAAA 


327 


(SEQ 


ID 


NO: 


77) 


1.4 


301 


GGCCAAGGGA 


CCAAGGTGGA 


AATCAAA 


327 


(SEQ 


ID 


NO: 


78) 


1.5 


301 


GGCCAAGGGA 


CACGACTGGA 


GATTAAA 


327 


(SEQ 


ID 


NO: 


79) 


r.6 


301 


GGCCAAGGGA 


CCAAGGTGGA 


GATCAAA 


327 


(SEQ 


ID 


NO: 


80) 
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